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um<D&m «f«Gga jR^«M is*?* -m&n 

[»#«2] BB#[#-i§:2. 4. 6. 22. * fctt 2 6 fB^©T ^ ^ MM 
[fiN*«4] »#£3S3«©aft^&'£tf'<**--. 

6 ] 5 mm<Dfe£Mfl& v> stM 1 #s 2 ib^© gs 

[£8H8©i¥#lflfcIftf!)!] 

[0 0 0 1] 
[0 0 0 2] 
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il & o T Zl £ ^^ftot^fc (Gudermann, 

T. et al. (1997) Annu. Rev. Neurosci., 20, 399-427) „ GgSS&ISM U1Z 



*i e> £J1«H£4&K ic -t ti -^*i4#* W G 



[0 0 0 3] 

^tttcfcfey, ant**** 

(Stadel, 

J. et al. (1997) Trends Pharmacol. Sci., 18 430-437) „ r © r £ fc£ G SI & 



[0 0 0 4] 

5&v^^'•fe^'^-»>r-7T>Ggas^^SM^•fe^ , 3^-i:^^^^4^'rv^s 0 — «fi& 

Ki*-7T>Gga3St* i iafiW'"fe^ , *-jca:w*w*iy K###b&v%fc& 
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lilt, t-77>GlfiIMil^t^-5:^-yy htVfc 
38^©i!l»#JM3*lTV*£ (Stadel , 

J. et al. (1997) Trends Pharmacol. Sci., 18 430-437) „ &<<D 
GgajS^^M^-fe^^-©-l2*> F* yiZ>£>>-£:&oTV^5cAMP. Ca ++ ® 
Wfe* j£v>fcfc, ^4^MGTP^S&M<t>?Stt^©^^^SGTPase?Stt, GTP r 

& x *r v "7 £. & -* z. i: ^ 5 0 
[0 0 0 5] 

^^-li*fflilSi^$:7IlIMjl't'5#3tS:^^i-<5fc&, SWC^DibfcGMB^ 
U -fe ^ 9 - T? ISli^ & tfvfr IC 20-25%® 7 5 J W 3 *l T V n 5 tfi* 

575 7 ^©ia^r^35mjts ^NF^cB8al^ll^v^■9•^^-r^ , ^-^?«60-80%^:^'S^c 

_h#^--5 (Strader, 

CD. , et al. (1994) Annu. Rev. Biochem. , 63, 101-132) „ l/t^3!-775 

u - -6 f*r#tt y # > f & * - ^ f l fc^m^^© & is* 
^#ibjbs^ & £ & m v > t * & m & * & -r s £ v > e> # — w-e & 
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5. 

[0 0 0 6] 

-T*&V-t7&-7T^ U-cd^K»*HT*S>Sc 3&3£l/£GSeM&*9:Ml'l2 

nm ^ ® sa # 3? tc *5 # £ % © £ # 3. e> *x -5 . 

[0 0 0 7] 

^febt^y, *fc#<(DaS©G^e^49:MH2^ , ^-^ c t 1 «#S^lc# 
# L T v> & z: £ #*ti e> tlT „ zift e> tf># < •&tpfeWI&&<D#kB(?>ffiM 9—>f 

^ (Seeman, 

P. et al. (1997) Neuropsychopharmacology, 16 93-110) , tn h->0G5 
filMIl^t^^-liii (Cowen, 

P. J. (1991) Br. J. Psychiatry, 159 (Suppl. 12) 7-14) . —=l — n^^K 
YCD G&&2tPtfSM 1/* - ttSAWtfF (Blomqvist , 

A. G. and Herzog, H. (1997) Trends Neurosci., 20 294-298) (DffiMZ-tfv 

t*56^ L/ x v% zffiMte gi em&^M i^-fe 7 # - t? *» 7 r ^ U - &$Bjt.-r § d £ 

4 ffiSE^^ 1 1-3022994 
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[0 0 0 8] 
[0 0 09] 

[ mm & m& + z r=. & <d 

fc^ (SREBU SREB2, SREB3, rSREBl. rSREB2. rSREB3) S:#lti"S - H \Zf%$} 
[0 0 10] 




(1) BB^J#-^:2, 4. *fel*6|H^©T^y 

( 2 ) BB?(J#-J§- : 2, 4, 6. 2 2, *fc»26 I2^©T ^ J WtWiM ^ 

(3) (1) 72rM (2) IB«©Gj|B^^MU"fe^^-SaM$:3- K 

(4) (3) la^st^fc^tf***-. 

(5) (4) ^MW^Z felc-M^ 

(6) (5) ffi«©?i£i!ifflJJ&£mVNS (1) #M (2) iS«CDGg&g# 

w-fe -M8^©§gS£:fr&. 



[0 0 1 1 ] 
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6 M*®!M I/t zf 9 - m fi It t im-© T ^ J WMM~Z & 5 Zl H £ v> e> . 




[0 0 1 2] 




#^!8©§r^GSfiM*^l^:/*-geStte. BB3«#: 2, 4, 

^v%T i %l< libera© ;itr^ y^©ggi> ^tfcttfA^sr 

^ ^ ^@B#J £ ^ U fro, SB^J##: 2, 4, *fc«6|a^©T^ y^IB^JT^ 

$ ft z m a m n m - © m « & ^ -r & g s a it* ®m u -t ^ * - s a « t* & *i « # 
6, 22. ££1*2 emmor^ smmmzji-t&Gm&^&nMu-te'j'jt-w; 

[0 0 13] 

^sat-e^ii, ffi#l##: 2. 4. £fcl±6gB^©y^>^Ba^jT?^£*l3G 
afl&^Sfcfc^fc&faftTffcJ:^. ^*L<tt, ®2#[## : 2, 4. 6. 22 

$e>lc^*L<tt. BH#f##: lffi*©«t36S^0©l#a*»& 1 1 2 5#B, SB 

#J## : 3|H^©&«E#I© 1 1 1 0#g. BB#J#* : 5fla«©«t: 
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fflfflG) If gA^l 1 19#I, @B#!## : 2 1 ^M<D&&Wffl<Z> 1 #fr B £ 1 

~i~3 : 2 3ffi«©stiSffi^i©i#B*»e» 1 1 loss, x&@b 

: 2 5fB^<Z> 1#S^5> 111 9 # S 
[0 0 14] 

a) m l 

£V^Mi^e>mRNAS:$ilffi-r£„ & V * T* Z <D mRN A £ §£M £ bT^Gga®&*gM 
l/ir e^mRNA^ it— &<D*Mkffiig £ li $ Ayj£ 2 S^©^ -f V- 

v\5. a«5a|E»*-3Ky^9-'tf3t«^JS (J^TRT-PCRfcv^) £fT5z:£lcJ: 



^ # # - izM&i&Zi z. £ j: y „ 



3*, Sl/t^-gfilS: 




[0 0 15] 



mRNA©3ff$g«^lC^^.«<k « *. tf «RNA & * U if (dT) "fe ;i/ n - J* # ^ 



icj: ymRNA£3 ^tc^M^S 
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£2SI®^7>f V-£m^TPCRtC&U B ift h "T -&*f«GSce*^«!S[ I'iZ 
[0 0 16] 

S^ttttS. *"f. fff&©;£^#fcmRNA££IM£bT^liE^il£MV^ 
l^^cDNAfc-^fSl/fc^, 1 #^cDNA^P> 2 ^cDNAfc^^So *<D15& 

H LT&S 1 5? * (Efstratiadis, 

A. et al.(1976) Cell, 7. 279-288), Land^(Land, H. et al.(1981) 
Nucleic Acids Res., 9. 2251-2266), 0. Joon Yoo^(Yoo, 0. J. et 

al.(1983) Proc. Natl. Acad. Sci. USA, 79, 1049-1053), Okayama-Berg^ (0k 
ayama , 

H. and Berg, P. (1982) Mol. Cell. Biol., 2, 161-170)fc £tf¥tf £>*l&o 
[0 0 17] 

US i$izB& © ^-w liHanahanCD (Hanahan , 

D. (1983) J. Mol. Biol., 166, 557-580), -Tfcfr^CaCl^MgClgi: fcttRbCl £ 

"7 t — # — ^Mv^S d <£>„ 

[0 0 18] 
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£&) . ZLMzfU-? ( 32 P3Ui 33 P^ISI^ & ) tit, 7£K$£gyfc©DNA§: 

(D tfy * - if^MJ^c <fc y#§gb£::/n--^£;8v^;** y-^>^& 

#38 t$! © G g £ IC&^M Is "fe ^ # - M 0 W© ^SP *fj£ 3 -fe > 7s Zf =7 4 V - 

y * ^ - if M^HJJS: (Saiki , 

R. k. et al. (1988) Science 239, 487-491) @ 69© GSBS^ISM 




y^$K^^lCT^-^bfecDNA, tztz.\Z>fJ ^DNA$:MV%SZli:^T?^€>o Zl© 
[0019] 

(D fi6©l&^il§Tif^GS&K^^^-fe^ , ^-3geMS:^^^:T^^ y 



tc h ^ > X "7 



l < «i&^$wiis©^^icm*ji* «fc -3 fc^*^ K©vx-r*n* % «k vn) 



, Steven- KStifc^a^lWJlS^MJcM^SiirSo ##8f8©GSB3S&«iM 
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^^©Ggaw^^i^-fe^^-Ma^^iiBJ^^^^nRNASr^^^y #v x 

- Ff SDNAfc^^-TS^^W:, ^^©^^(Maniatis, 

T. et al.(1982): " Molecular Cloning-A Laboratory Manual "Cold 

Spring Harbor Laboratory, NY) lC$£^|ligT?£ 0tf;US*BliiS<t: *J y^*. ^ FD 

NAlCtB^-r^H^^^b. ^^X* KDNAJ:*JcDNA^$:^jy m-t^illCj; 

y*r&v>#& 0 

[0 0 2 0] 

c) msmmm 

12^I##:2, 4, 6. 2 2, * fcfcfc 2 6 T*^t£ *l5 T ^ ^ &@B#I& 3 - Fi* 

ZliUCiioT^SSitT'^S. 45-DNAtt. DNA^ffcSi (#9^. if. Oligo 

1000M DNA Synthesizer(Beckman^t), &£V^£. 394 DNA/RNA Synthesizer 



1 0 
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(Applied Biosystemsfr)^ if) fc^-t^J*"*** Z. LtfT'gZ* 

[002 1] 
d) f£4ggii& 

##:2, 4. 6. 22, * fete 2 6 IC^^ *l£ T ^ ^ ^B2#J<Z>-f fc^^T 5 
MB3fl#tfin3*lTV*T%u **l#B!#l#-5 : 2, 4, 6, 22, *fe»26tC 

*lTV*<5 Ji^JC, #§5^^(P ol y mor P hi ^ m )^^^" t ^^-^ >;Jl ' Nishi, 
T. et al. (1985) J. Biochem., 97, 153-159£#J8D , ZL<D&W%M\Z&^T 

[0 0 2 2] 

^■tt, _fclB*»W©Gfie«««S^^■fe^ , *-SB«©«*^a6^v^T, 

•fc7.~7T4 V ' h Uo:^.^;p^(Hunkapiller, 

M. et al.(1984) Nature, 10, lO5-lll)^0>#&lCi£V>, mkOfc^&^&V 



ffilE^^ 11-30 



1—0 2 6 774 ^ 

U, -£tf)3g^%frSTJ:<> Mx.tfftJJS-t-SJS^n K>l6ffliB«S:#lRL/Tflt 

&lCfiev^}£-£# -5 (Crantham, 

R. et al.(1981) Nucleic Acids Res. ,9 r43-r74)„ ££tC, Zl ;}X i&gIB#I © 
(site 

specific mutagenesis) (Mark, D. F. et al. (1984) Proc. Natl. 
Acad. Sci. USA, 81, 5662-5666) ^lCt£ 5 ~ t 5. 
[0 0 2 3] 

- b <D flSSMfcflfSs (Maxam , 
A. M. and Gilbert, W. (1980): " Methods in Enzymology "65, 
499-559)^M 1 3 £/gV^ 9 Is*?- (Messing, 

J. and Vieira, J (1982) Gene, 19, 269-276)^£lC «fc k )f}^> £. tfi'V & o 

MflSi: LTfcfc, MA«if;i/©SWIS'efeSC0S$fflflg(Glu2iian, 

Y. (1981) Cell, 23, 175-182)^-V>f • Ai*^* -IP*IBJIS(CH0)©S? 
HKnMl/^?^-^fti* (Drlaub, 

G. and Chasin, L. A. (1980) Proc. Natl. Acad. Sci. USA, 77, 4216-4220), 
hfi&Jfc^lllSft&HEK293^JB§fcJ:tmi^lCEpstein 
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Barr Virus(2EBNA-l*^£#Abfc293-EBNA#Hii& (Invitrogen*±) 
pSV2dhfr 

(Subramani, S. et al. (1981) Mol. Cell. Biol., 1, 854-864), blh©elonga 



factor^D^E— # — £ ^ i" <5 pEF-BOS (Mizushima, S. and Nagata, S. 
(1990) Nucleic Acids Res., 18, 5322), cytomegalovirus:?^ ^— & — 
£pCEP4(Invitrogen*±) ^SrM^^^S^, r *l PgJt £ V ^ „ 
[0 0 24] 

-f U=e -#~^ ^^^i^jigi/^ f ■^-;vfei:^RNAxy^>rxgp^$:^i^.^ : b<^)^Mv^ 

PME18S, (Maruyama, K. and Takebe,Y. (1990) Med. Immunol., 20, 
27-32), pEF-BOS (Mizushima, S. and Nagata, S. (1990) Nucleic Acids 
Res., 18, 5322), pCDM8(Seed, B. (1987) Nature, 329, 840-842) 
*l<5„ ^3831^ ^-liDEAE-^^X ib^>*£(Luthman, 

H. and Magnusson, G. (1983) Nucleic Acids Res., 11, 1295-1308), U ZsWtf] 
)\>W I* — DNA&ifcM& (Graham , 

F. L. and van der Ed, A. J. (1973) Virology, 52, 456-457), FuGENE6 (Boer i 



Mannheimft) £MV^:£&, J: tf«£t,rt;*/l/M.i£ (Neumann, E. et 
al.(1982) EMB0 J., 1, 841-845)lglC «fc UC0SjfflflglClfcU&:§:-t»r£ Z. 

fl££MV>5^-lC&, HS^^-il^C, G418W'f£v-^-i: bT^IB-rSne 



tion 



nger 



1 3 
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o^t^^F^^^L^S^^ # — , Mx.lipRSVneo(Sambrook, 
J. et al. (1989): " Molecular Cloning-A Laboratory Manual "Cold 
Spring Harbor Laboratory, NY) ^>pSV2-neo (Southern, P. J. and Berg,P. 
(1982) J. Mol. Appl. Genet., 1, 327-341)^£ 3 • h5^7x^hU G418 

lHflS$:MVN-5#-&lCtt. Epstein 

Barr Virus^SSfjgj&fc^ b, 293-EBNA^flSt? S B*H5fi#«II8a&pCEP4(Invitrog 

ent±) teZOW&^y # — &fflv^ffiS©^JMSIMIllll&&#* -fcA^ttS. 

[0 0 2 5] 

5 *» CD £ MGWe ffli « JhteCOSiHJgT? » tl tfRPMI-1640igifi^ # ;i, 

s<y n^iE>f - y^ft/J^^iff^CDMEM)^©*^!!^^^^^^^ 1 !^^!^* (FBS) 
^©Jlll»J*4)'&»JDbfc%«>S:«M'eS6. _tfB293-EBNA#fflJB&T?&*U*^ 

EM) ^ (DtgHk tC G418 £ #B X tc % © % T? £ £ . 

77>firODVh^77^-, HSig^^nvhy^^w -(HPLC)^©#S 
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APS, 

Triton x-i oo. v*h-ym t'GgeiMSi/t^^-gais^ftts 

t?! co G g a ® iz ^ * - ^ » v - # - BB#I £ >f > 7 1/ - a -es&-£ 

»W#»ftBK:fc<5. ^-A-KaifcbTtt, FLAG 

epitope, Hexa-Histidine tag. Hemagglutinin tag, myc epitope^; 

S^nrtBT**. i*^*U >7tf^3'J >^ft£Hexa-Histidine 

tag£$: hn>tf> SSttffi#lT?3*IS bfc$g£#&S J- Biochem. 

vol. 120 P1232-1238 (1996)) 
[0 0 2 6] 

#38 W ic fcfc G M St&^M 1/ ir ^ # - S & 5C © & ^£ft "T & *fc^4& 33 «fc 
a Is *fe ^ * - M B 3R © *Stt JC *f b T IC ^ tflr f S 93 & ffc^ft £ 

fctt^^ h\ «>-g>v^^i>?r^5!3;^7TW , ;I/^c^$4^Tv^sS^©Gge^^9: 

y T;i/ • ^ ^ ^ h y (Terrett , 

N.K., et al. (1995) Tetrahedron, 51, 8135-8137) tCj: o T# £ ttfeffc^*!* 

(Felici, 

F., et al. (1991) J. Mol. Biol., 222, 301-310) bTf^^Stlfc 
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f t ^ 65 £ £. ^ ^ W ic ^ tfr b tc it &m £ ^ ^ F 5: m v ^ 3 £ „ 
[0 0 2 7] 

# ^it'j^ K) avffy F*s^7y-fe>f suet y y -->^t5?^t' 

gl^i&fcfliSb. y^^F^T^iz-fSlc^^n^y^VFSrScitfffi^ ( 

50-2000 

Ci/mmol) "f^. >fl*->, pH©<fc 3 ft 7 ^ i2 & ftS^ffc b, ft^ft 

o ifcMft^bT^ftvNy FSrJtfa^i^^^ic^^llni^.sr 

o 

[0 0 2 8] 

b) gtp r s^t££#Jffibfc;**y --ytf^m 

#38 © G S B I/ iz 7 # - M B M © 5: ^ tfir "T S fls^&> <fc ^ ^ 





ffifE#¥ 1 1-3022994 
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KliGTPrS^^lC^UX^ V - -y ? -tZZ.il ft *!ffi'V$>Z> (Lazareno, 
S. and Birdsall, N.J.M. (1993) Br. J. Pharmacol. 109, 1120-1127) „ Rl/ 

mM HEPES (pH 7.4), 100 mM NaCl, 10 mM MgClg, 50 mM 
GDP*£?£t|^ 35 S-e®18$tlfeGTPr S 

[0 0 2 9] 



*fettcAMP^©^l&5:^JMbTX^ V -~> £tf*SffiX*2b2> 0 Ca ++ 

St^<Z>$!l^ttfura2^;$:/8V\ cAMP^S ©M^ttltSR©cAMPM^^y h (Amersham 
ttm&m^Tmfe-tZ. Ca ++ fcJ;^cAMP^lC^#LT^a^fitSS 
ti £ «^ © te^tt £ ffi -T S r £ K j: U r^S5 Jc Ca ++ <fc tJt cAMP^ £ «J}£ 



^5&Ca"^o±#fei:^/*fc«cAMP^iS©±#*fciii£TS:*gSCT^-^ hfS 
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WLcAME»ig © jt# * tt<sr & *i tern g g e n^nm v^zf^-msn® 

[0 0 3 0] 

<D?S^b©|^lCli^Km^^>©^m^-So CYTOSENSORV-f ^U7-f V**- 
# — (Molecular 

Devices*! ) iCfcU, Z.<D&ot*nf&&&(Dm&^<»WPt£jk^*y<»M&<\^ 

[0 0 3 1] 



ffiSE*l#¥ 11-30 
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asf, ij^n/m. m$m. m^m. warn, mammm^^iz^ 

#a«©#» n«^#S S *i s „ 

3Bf b < if <Z> 7 -f 71/ A "£4$B b T V>T =fc «k v\, 

[0 0 3 2] 

ftD©fc8&©*flcjfflJ**Hu JLSttff, mmm* ^n^l, aiy^pS/ 

. £3«£*fcMfcif#**#iS. M»m©#3l*ffi:bTld::7 
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[0 0 3 3] 
Haniatis, 

T. at al. (1982) : "Molecular Cloning - A Laboratory Manual" 
Cold Spring Harbor Laboratory, NY) lCt£o XMM vSffcT* $> 2> * 
[0 0 34] 

*^OGgaiMll^t^^-77$'J-Sef (SREB1, SREB2. SREB3 
) K-T^^cDNAtt, t: hB8JE&3fcCDpoly 

A+ RNA (Clontech^fc) template^ bTRT-PCRKl <fc l J$#bfeo 

f9!GSa®&lg!Ml'-fe?"#-H hSREBlGD*f*I{Cteforward primer £; L/T5'- 
AAAATCTAGA 

CGCGATGGCGAACGCGAGCGA-3' (ffi^J*-^ : 7) , reverse primer £ UT 5' -AAAATCT 
AGA 

GTCTATGTGGCGGGGCCTCCC-3* (@B#|#-i§- : 8) «:ffl'V>fc (^tv^tl©5' ^3glCttXb 
al 

site#£f#nLT&£) „ RT-PCRtePfu DNA polymerase (Stratagene*±) £MV>556 
formamide#^ET , r98 T} (20#) /64 *C (30#) /74 X3 (3#) <D V >f * ;i/ £ 3 

4iai»yigL/fc. -iKri.2 

kbpCDDNAWf/t^WStlfc.- ■iOW^r'&XbalTJB'ffcL/fclft, PCEP4 plasmid (Inv 
itrogen^t) ^t^n-->^bfe„ pCEP4 

plasnidtt, MMfe|M|IC& ^X&jjtZZfU * -^-fSSr^^CMV^n ^- # - £ 



1 1-302 





#3* 1 1—026774 




terminator^lC«fc U ABI377 DNA Sequencer (Applied Bi ©systems}!) $:MV>Tfi? 

l^iB^llill25 baseCDopen reading frame (@U#J#-I§ : 1 <Z>|gl#B £^1125 
#B) $:#oTV>S„ open 

reading framed ^>^?ffi|$tl-5 7 ^ /&@e#I (3757^ 7&) £@B#f^ BJ5## 
: 2{C^i" 0 GgfiIMSl/t^^-©Mt*fe57i 

[0 0 3 5] 

ff^GSeM^^Ml^-fe^^ — H hSREB2©Jt*StCttforward primer £ LT5' - 
AAAATCTAGA 

TCTATGGCGAACTATAGCCATGCA-3' (£$f#-9 : 9) , reverse primer £ bT 5' -AAAA 
TCTAGA 

AAGGCTAAAGATTTACAGATGCTCC-3' (£#J#-J§- : 10) £JgV\£ (-^tl^ tl©5' 
IC ttXbal 

site#C#;&nUT&£) „ RT-PCRtePfu DNA polymerase (Stratagene^t) Sr^V»96 
TC (20#) /54TC (30#) /74"C (3#) ©if >f * ;!/ £34111^ U jg L fco 
^, &T1.2 

kb P <DDNA^##if?@$;rifc 0 ZOD^SrXbal^?^ Lfc^> PCEP4 plasmid (Inv 
itrogenft) £JgV>T V U — ^> ^bfe 0 

#?>tlfe^ n~><Z)^SgB^Jttdideoxy terminator&fC £ »J ABI377 DNA 
Sequencer (Applied Biosystemsft) $:ffiV>T«?*f bfc 0 ISfejfrlC&o fc£#J5: 

iHfSa^fJlilllO baseOopen reading frame (£#f#-i§- : 3 ©f|l# @ £^1110 
#B) open 

reading f ramefr P>^M3 *l§ 7 ^ JMW&l (3707^ ^ ^) ££#I^ IB^J#"§- 
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[0 0 3 6] 

^T^G^aM^^M^-fe >^# — hSREB3(Z)Jgi|glC& forward primer £ bT5* - 
AAAATCTAGA 

GTATGGCCAACACTACCGGAGAG-3' (BB#f## : 11). reverse primer £ LT 5' -AAA 
ATCTAGA 

CCTGTCTGCCTACCAGCCTGC-3' ( IB #[#-!§• : 12) (-£*l^*l(JD5' jfdglCte 

Xbal 

site#<fcfftfLffe&) □ RT-PCRtePfu DNA polymerase (Stratagenefr) £^^5% 
for«amide#^ET*^98r; (20#) /62T; (30#) /74TJ (3#) GD-*r>f ?;i/£34EI 

kbp©DNAdT^^i|fiI(S$tlfco rGDWTtf&Xbal-eififlSLfc^ PCEP4 plasmid (Inv 
itrogenfcfc) ZJQ V*T ^ D - — > >f L/fc D 

n — >©i&gSB#IH:dideoxy terminator^fCj: U ABI377 DNA 
Sequencer (Applied Biosystemsfcfc) £M V'kTMf L £: = t£ £ ;*MC&o feBH#J& 

^U3W1119 base©open reading frame (f2#J## : 5 ®^l#g^e>f|1119S 
g) £J£oTV^ 0 open 

reading framed P>fiStl67^ ^ (3737 5 JWL) *.WM& SB#I## 

fr^GSeS^^M^-fe^^-SREB^r ^ U— (SREBl. SREB2. SREB3) £®£ 

^ll?25%J^T"e*>€> 0 

— SREB1 h SREB2© /ft ^ni/- 13:52%, SREB1 h SREB3© /ft ^ 12 — tt5256» SR 
EB2 £ SREB3© /ft ^ D - &63X £ G g ® 1/ iZ zf * - £ <D Jft ^ n S? 

-tcjt^^lc^VA (Hi)'. £©£fcfcM*#M!©GM*t#tSSi'iz:7*-SR 

EB1. SREB2. SREBS^SE^^GSeM^Mlz-fe^^-^ttM^LfciT^^Gg 



2 2 



fflSE#¥ 1 1-302 



1 1 — 026774 



[0 0 3 7] 

Northern blot hybridization^fC J; y ^fg^COGgfi M^®^ I'-fe ~M 
fc^OftrnftttZMtiflstco tl hSREBlcpprobedicDNA^T/t (ffl#f## : 1 
722#Bfr£gll054#B) fcE^fce t: b <Z>&l^#gffi3fctf>poly 
A+ RNA (2 /tg) &^n>yMfe^>^l/> (Clontechft) £probe£>hybridizat 
ion&50% 

formamide, 5x SSPE, 10 x Denhardt' s^W.. 2% SDS. 100 ng/ml$E&y->rW ^f- 
mk^tsmW&'Tt \ 42TC (181*181) Tffofc. *>Zfls>l*. S^ftlCO.2 
x SSC, 0.135 SDS&-£tf**T?2IS (651C. 30#) gfe^Lfco fc htf)#l!cS£ Ofr 

Bi. IB. J&fi. fffu Wife #&S£. WB1> KML JtNU M. »*, IP 

JR. /MB. *J©> *«Jfliajlil«) }COV%TNorthernfi?^f$:fTofei:Zl5, 0 2 IC 
ati"i:-9lC3 

kb©mRNAj&m fffJI, 'bKU m±LB~C 3 kb£2.3 kbCD»RNA*«*Sjfiiejfa 

M»©#flg« (sf*#, jbi& awe. m*. nmrm> nm, /mb, * 

JM. *B(fi«*«^ *flM®§tf@C3g. *flE5&Hfl!im^. WBt 

) CoV>TfcNorthernj§?#f£fr ot. ^^©GSSS^SUt^^-H hSR 
EBl3fr£^-©3 

ZLttftDfr^tc (03) „ 
[0 0 3 8] 

r- SREB2CDprobe{C HxDNAItffi' (B^!|## : 3©^558# g P> ^888# S ) £ ffi 
VNfc 0 JtfBI^#^Northern#^£^fci:z:3. 04 IC^^T <fc "5 IC3.2 
kbtf>mRNA7We. 2.4 kb, 3.5 kb % 6,3 kb^mRNAT^^'T&tBSJlfeo 3 
.5 

kb©*/?V-;i/#0&Sg. 1WR*C. 3.2 kb©^y^/b#/MBT?*^*fcffl3*ifc. ##8 



ffiSE#¥ 11-30 
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H hSREB3<Z>probelC&cDNABT# : 5<Z>^l#Sfr £>^652#B) £M 

kb, 5.1 kb0iiRNA#M-e* 4 kb, 5.1 kb, 9.7 kbCDmRNA^#pm , r^ffi$ tltc 0 # 
kb£;*>f >IC5.1 kb, 3g^9.7 kb©S/^;i/h LTl&ffi£ *U 4 kbODmRNAttBtlfe 

mm. umrm. ^m. *jkakt?, 5.1 

kbtf>mRNAttM«, mfcT&. #ffi v eJt«(^#<^m$tlfec 
, SREB2, SREB3li*«#S^. &J&Si£St2l^$: tM*JC»3B It V>5 r £ 
[0 0 3 9] 

(HJfeM3) t hiiGgatMM - 7 7 ^ u 

fc: hSREBl, SREB2. SREB3&$g3l£-fr£> # - £ LTpCEP4 (Invitr 

ogenfr) Srjg^fc, ^©i;^ \L bSREBl. SREB2, SREB3CDN^^{CV~7^-BB?U 
i: tt FLAG 

epitope£jgj|-£-3-.g>£:«){C, SREB1. SREB2, SREB3<Z>^B jgn — -^-f > ^®2#I©5' 
^SgJCATGGACTACAAGGACGACGATGACAAGGGGATCCTG (IB^J## : 13) ^iAlfe. 
Zl© J; "9 tC^t^Lfc^^X ^ K&^Jl-^tU pCEP4-FL-SREBl> PCEP4-FL-SREB2, 
pCEP4-FL-SREB3i: bfco Zl ft e> CD !7° ^ X ^ K£/§V\£ Z. t hSREBU SREB2 

, SREB3CD7K U ^=f- Ktf>N5fc3gK:Met 

Asp Tyr Lys Asp Asp Asp Asp Lys Gly He Leu (@2#l#-*7 1 4) *^-^bfejJ< 

10cm$/ir- WC293-EBNA (Invitrogenfcfc) £lxl0 6 jjfflii&-e$i£SL>T 1 Ut&%k&. 8 
/t gCDpCEP4-FL-SREBl, pCEP4-FL-SREB2. pCEP4-FL-SREB333 J: £FpCEP4-FL 
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$: FuGENE6 (Boeringer 
Mannheimfr) Sffl^tie-fiAlfe. Mfc^A^. — H L HHfl& & EUR 
s Sfcif^ 20 

mM Tris.HCl(pH7.4)/150 mM NaCl/n — h™ (Boeringer 

Mannheim*±) izmffiLTtfV huyiZXfttifaL-}-^ Xlstt. * - h tC 

0.1%. 0.23UC&5 J: e» ^ Triton 
X-100. Digitonin, sodium cholate^jjl^., 4 'CT^&IQK Z/^zlK— 1/ a > b 
> "S^tlsfcu nT?§'fb-9->^ , ;i'^e>M2-agarose (Sigmaft) fcM^TFLAG 
epitopejlfe^e&^ifcl^bfeo &^ifcl*$#&$:200^M 

FLAG peptide/20 mM Tris.HCl (pH7.4)/150 mM NaCl*£?§ffi bfco »fl}*>^^/»± 
*i*3l^ SDS/10X~20X 

y* vjits K^;i/ (m-fb^S*t) &«v*"r*£UM»#u >fnvr-f>^iS 

AG^ty >7U—}-;Vffitti (M2 ; Sigmafr) , m&t> 

aeUt-W xigGtf V ?u—r;iifL<b (zymedft) fcWH^fcHJ&S-frfc., fijfcffe, ecl 

y^-f >^&{fJS/;*-^A&JgV , *TSREBl, SREB2. SREB3SBM© 
»3^€:«[«Lfe (05) „ 

tfCFLhGttft Hfcfc-t&m&M ttpCEP4-FL £ ^ A V t=. MM IZ L & V ^ PC 

EP4-FL-SREB1, pCEP4-FL-SREB2, PCEP4-FL-SREB3 £ # A lsfc%&M"ClZ, 35-45 
kDa©A> K£ L/T^ffiStlfc„ H hSREBl, H hSREB2, * fctefc h SREB3GDJ£^ 

*l-?*U 39.8 

kDa, 42.0 kDa, 41.5 kDaT?&»;, JS&^WS K### bfco 

H hSREBlTftt — *l&65-75 
kDa® St > KfctfcajStlfco 
[0 0 4 0] 

(HJfcM 4)59h SREB1 (rSREBl) , SREB2 (rSREB2) , * |± ^ v Y SREB3 (rS 

REB3)ga^$:n~ F-rsa-e^cD-Mi 

rSREBl, rSREB2, 3UirSREB3£ 3 - KfS^^cDNAWu ^ -y hfi8&3fcCDpoly 
A+ RNA (Clontechfr) £template£ 1/TRT-PCRlC «fc yjRf§bfc. 
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rSREBl©if 0§lCl£forward primer*: bT5* -AAAATCTAGA CGGCGATGGCGAACGCTAGT 
GA-3' (ie^ll## : 15) , reverse 

primer*: bt 5' -AAAATCTAGA CACTTTGAGAGTCTTGTGAAGGC-3' (f2#I#-^ : 16) S: 
m^tz. (-etl-?tl©5'^SglCJj:XbaI 

site*^inLTfe<5) o cDNA<D*ttfl§§, i&ggi2#I&5£ fcfcllifettf 1 £ 

HS7!fftll31 baseODopen reading frame {WM^^t : 2 l©^l#@^e>^H 
31#B) fc^oTV^,, open 

reading framed P>^MStl-5T^ y^BB^I (377T^^) £HJ#J^I B2#J#-5f 
: 2 2{C^-To =PMT$ JWtmm&K. hSREB1^97X— £Jt UT l>£ Zl i: fr?>, 
-g^-tfrSREBl $: n - K"3"& Z. 1 1$M~o fc 0 

rSREB2(Dif((alCttforward primer £. L T 5' -AAAATCTAGA TCTATGGCGAACTATAGCCA 

TGC-3' (fjJ^U## : 1 7) , reverse 

primeri: L/T 5' -AAAATCTAGA AAGGCTAAAGATTTACAGATGCTCC-3' (®J^J## : 18) 
site##2fnl/T&£) o cDNA©ifiPs, ^D- — SSia^S SUM 1 t 

m@B#JtelllO base©open reading frame (ie#I## : 2 3©^1#@*^^H 
10#B) $:#oTVaS 0 open 

reading framed e>^ii3 *l£ T ^ y^SB^I (370 T ^ JW) *Wffl& fB#l#^f 
: 2 41Z^-T 0 ^jar^ y^IH^lIttt bSREB2fcl00%— ifcbTVASZlil^e), # 

3fr£ j y-#rSREB2£n- & 31 £ #8?o fee 

rSREB3(Z)*f<ISlCteforward primer b T 5' -AAAATCTAGA CAAATACTGAACTGGCCGAT 

CCCC-3' (BJ #J## : 19) , reverse 

primer*: LT 5' -AAAATCTAGA TGTTGGCCCCAGTATGGTGATCAT-3' (gB#I## : 20) 
fcJgV^ (^n^tl©5'^^glCttXbaI 

site#tfflDl/T&5) o cDNA©*i(6, ^n-->^, 8U£S!?'J&£ li^JfeM 1 £ 
ITO#I&1119 baseCDopen reading frame (fB#J#-i§- : 2 5©^l#@*^f|lll 
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9#S) £#oTV^„ open 

reading framed £> M c? *l £> 7 ^ J W^iM (3737 ^7^0 &SB#J^ SH^J#-^ 
: 2 6tC^-*\, ^2®7^ JWmm\t\L NSREB3£99%— gtLTV^r 
^#rSREB3&a- KtS3i:3i)^ofe„ 
[0 04 1] 

U-Se®SREBl, SREB2, £fcW:SREB3. ^S^SS: n - Kf *3te-7\ Wi 
iHS^^tf^**-. ^^^^-Sr-^tf^^fiS, ^Giai^l/t^if 

— y tr -r s z. n & «rtg jc u fe D 

[0 0 4 2] 

93 © * *g*m^ ic mm l t ^ & g m e ^ y # - u a m © & 

i 

[0 0 4 3] 

&3&m%iMGm&%i#i4StMl'1ZZf*-7T $ U -SREB1, SREB2, *fettSREB3 
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t^-77$!J -SREBU SREB2. &t*SREB3©£ttftT?©*g:i!L. 

t^>-77§'J- SREB1. SREB2. SREB3lC-f£J§ ~? § ^©M^IC £ 

[0ffitf)f£i|i&M] 

[01] illt SREB1, SREB2, SREB3©T ^ J WSSffltoT^'i > h 



[02] ®2 ti, SREBlOfc MIi#i(Z>:g-^gcJCO^T©y — if 
[0 3] 03 SREBl©t: MK©#««lC-3V^T<Z>y— If >##f 



[04] 04 tt, -SREB2©t h«»©#««K:^Vxt©y — !f>j»«f©«f*€: 

[0 5] H5tt, SREB1. SREB2. SREB33gajBt©»3SS:fl|BLfejeM€:^ Q 
[0 04 4] 

SEQUENCE LISTING 



<110> Yamanouchi Pharmaceutical Co., Ltd. 



<120> A novel G protein coupled receptor protein 
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<130>-2858 -— 

<140> 
<141> 
<160> 26 

<170> Patentln Ver. 2.0 
<210> 1 
<211> 1128 
<212> DNA 

<213> Homo sapiens 
<220> 
<221> CDS 
<222> (1)..(1125) 
<223> SREB1 
<400> 1 



2 9 



£f}frE#3p i 1-3 0 2 2 9 94 





1 1—026774 




atg gcg aac gcg age gag ccg ggt ggc age ggc ggc ggc gag gcg gee 
48 

Met Ala Asn Ala Ser Glu Pro Gly Gly Ser Gly Gly Gly Glu Ala Ala 



10 



15 



gee ctg ggc etc aag ctg gee acg etc age ctg ctg ctg tgc gtg age 
96 

Ala Leu Gly Leu Lys Leu Ala Thr Leu Ser Leu Leu Leu Cys Val Ser 



20 



25 



30 



eta gcg ggc aac gtg ctg ttc gcg ctg ctg ate gtg egg gag cgc age 
144 

Leu Ala Gly Asn Val Leu Phe Ala Leu Leu He Val Arg Glu Arg Ser 



35 



40 



45 



ctg cac cgc gee ccg tac tac ctg ctg etc gac ctg tgc ctg gee gac 
192 

Leu His Arg Ala Pro Tyr Tyr Leu Leu Leu Asp Leu Cys Leu Ala Asp 



50 



55 



60 



ggg ctg cgc gcg etc gee tgc etc ccg gec gtc atg ctg gcg gcg egg 
240 

Gly Leu Arg Ala Leu Ala Cys Leu Pro Ala Val Met Leu Ala Ala Arg 



65 



70 



75 



80 



3 0 
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cgt gcg gcg gcc gcg gcg ggg gcg ccg ccg ggc gcg ctg ggc tgc aag 
288 

Arg Ala Ala Ala Ala Ala Gly Ala Pro Pro Gly Ala Leu Gly Cys Lys 



85 



90 



95 



ctg etc gcc ttc ctg gcc gcg etc ttc tgc ttc cac gcc gcc ttc ctg 

336 

Leu Leu Ala Phe Leu Ala Ala Leu Phe Cys Phe His Ala Ala Phe Leu 



100 



105 



110 



ctg ctg ggc gtg ggc gtc acc cgc tac ctg gcc ate gcg cac cac cgc 
384 

Leu Leu Gly Val Gly Val Thr Arg Tyr Leu Ala He Ala His His Arg 



115 



120 



125 



ttc tat gca gag cgc ctg gcc ggc tgg ccg tgc gcc gcc atg ctg gtg 
432 

Phe Tyr Ala Glu Arg Leu Ala Gly Trp Pro Cys Ala Ala Met Leu Val 



130 



135 



140 



tgc gcc gcc tgg gcg ctg gcg ctg gcc gcg gcc ttc ccg cca gtg ctg 
480 

Cys Ala Ala Trp Ala Leu Ala Leu Ala Ala Ala Phe Pro Pro Val Leu 



m§E#^z 1 1 
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145 



150 



155 



160 



gac ggc ggt ggc gac gac gag gac gcg ccg tgc gcc ctg gag cag egg 
528 

Asp Gly Gly Gly Asp Asp Glu Asp Ala Pro Cys Ala Leu Glu Gin Arg 



165 



170 



175 



ccc gac ggc gcc ccc ggc gcg ctg ggc ttc ctg ctg ctg ctg gcc gtg 
576 

Pro Asp Gly Ala Pro Gly Ala Leu Gly Phe Leu Leu Leu Leu Ala Val 



180 



185 



190 



gtg gtg ggc gcc acg cac etc gtc tac etc cgc ctg etc ttc ttc ate 
624 

Val Val Gly Ala Thr His Leu Val Tyr Leu Arg Leu Leu Phe Phe He 



195 



200 



205 



cac gac cgc cgc aag atg egg ccc gcg cgc ctg gtg ccc gcc gtc age 
672 

His Asp Arg Arg Lys Met Arg Pro Ala Arg Leu Val Pro Ala Val Ser 



210 



215 



220 



cac gac tgg ace ttc cac ggc ccg ggc gcc ace ggc cag gcg gcc gcc 
720 

His Asp Trp Thr Phe His Gly Pro Gly Ala Thr Gly Gin Ala Ala Ala 



3 2 
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225 



230 



235 



240 



aac tgg acg gcg ggc ttc ggc cgc ggg ccc acg ccg ccc gcg ctt gtg 
768 

Asn Trp Thr Ala Gly Phe Gly Arg Gly Pro Thr Pro Pro Ala Leu Val 



245 



250 



255 



ggc ate egg ccc gca ggg ccg ggc cgc ggc gcg cgc cgc etc etc gtg 
816 

Gly He Arg Pro Ala Gly Pro Gly Arg Gly Ala Arg Arg Leu Leu Val 



260 



265 



270 



ctg gaa gaa ttc aag acg gag aag agg ctg tgc aag atg ttc tac gec 
864 

Leu Glu Glu Phe Lys Thr Glu Lys Arg Leu Cys Lys Met Phe Tyr Ala 



275 



280 



285 



gtc acg ctg etc ttc ctg etc etc tgg ggg ccc tac gtc gtg gee age 
912 

Val Thr Leu Leu Phe Leu Leu Leu Trp Gly Pro Tyr Val Val Ala Ser 



290 



295 



300 



tac ctg egg gtc ctg gtg egg ccc ggc gee gtc ccc cag gee tac ctg 
960 



3 3 
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Tyr Leu Arg Val Leu Val Arg Pro Gly Ala Val Pro Gin Ala Tyr Leu 



305 



310 



315 



320 



acg gcc tec gtg tgg ctg acc ttc gcg cag gec ggc ate aac ccc gtc 
1008 

Thr Ala Ser Val Trp Leu Thr Phe Ala Gin Ala Gly He Asn Pro Val 



325 



330 



335 




gtg tgc ttc etc ttc aac agg gag ctg agg gac tgc ttc agg gcc cag 
1056 

Val Cys Phe Leu Phe Asn Arg Glu Leu Arg Asp Cys Phe Arg Ala Gin 



340 



345 



350 




ttc ccc tgc tgc cag age ccc egg acc acc cag gcg acc cat ccc tgc 
1104 

Phe Pro Cys Cys Gin Ser Pro Arg Thr Thr Gin Ala Thr His Pro Cys 



355 



360 



365 



gac ctg aaa ggc att ggt tta tga 
1128 

Asp Leu Lys Gly He Gly Leu 



370 



375 



<210> 2 



3 4 
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<211> 375 



<212> PRT 



<213> Homo sapiens 



<400> 2 



Met Ala Asn Ala Ser Glu Pro Gly Gly Ser Gly Gly Gly Glu Ala Ala 



10 



15 



Ala Leu Gly Leu Lys Leu Ala Thr Leu Ser Leu Leu Leu Cys Val Ser 



20 



25 



30 



Leu Ala Gly Asn Val Leu Phe Ala Leu Leu He Val Arg Glu Arg Ser 



35 



40 



45 



Leu His Arg Ala Pro Tyr Tyr Leu Leu Leu Asp Leu Cys Leu Ala Asp 



50 



55 



60 



Gly Leu Arg Ala Leu Ala Cys Leu Pro Ala Val Met Leu Ala Ala Arg 



65 



70 



75 



80 



Arg Ala Ala Ala Ala Ala Gly Ala Pro Pro Gly Ala Leu Gly Cys Lys 



3 5 



mu^i i 





#3* i 1 — 026774 




85 



90 



95 



Leu Leu Ala Phe Leu Ala Ala Leu Phe Cys Phe His Ala Ala Phe Leu 



100 



105 



110 



Leu Leu Gly Val Gly Val Thr Arg Tyr Leu Ala He Ala His His Arg 



115 



120 



125 



Phe Tyr Ala Glu Arg Leu Ala Gly Trp Pro Cys Ala Ala Met Leu Val 



130 



135 



140 



Cys Ala Ala Trp Ala Leu Ala Leu Ala Ala Ala Phe Pro Pro Val Leu 



145 



150 



155 



160 



Asp Gly Gly Gly Asp Asp Glu Asp Ala Pro Cys Ala Leu Glu Gin Arg 



165 



170 



175 



Pro Asp Gly Ala Pro Gly Ala Leu Gly Phe Leu Leu Leu Leu Ala Val 



180 



185 



190 



Val Val Gly Ala Thr His Leu Val Tyr Leu Arg Leu Leu Phe Phe He 



3 6 
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195 



200 



205 



His Asp Arg Arg Lys Met Arg Pro Ala Arg Leu Val Pro Ala Val Ser 



210 



215 



220 



His Asp Trp Thr Phe His Gly Pro Gly Ala Thr Gly Gin Ala Ala Ala 



225 



230 



235 



240 




Asn Trp Thr Ala Gly Phe Gly Arg Gly Pro Thr Pro Pro Ala Leu Val 



245 



250 



255 



Gly He Arg Pro Ala Gly Pro Gly Arg Gly Ala Arg Arg Leu Leu Val 



260 



265 



270 




Leu Glu Glu Phe Lys Thr Glu Lys Arg Leu Cys Lys Met Phe Tyr Ala 



275 



280 



285 



Val Thr Leu Leu Phe Leu Leu Leu Trp Gly Pro Tyr Val Val Ala Ser 



290 



295 



300 



Tyr Leu Arg Val Leu Val Arg Pro Gly Ala Val Pro Gin Ala Tyr Leu 



305 



310 



315 



320 



3 7 
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# 

Thr Ala Ser Val Trp 

325 

Val Cys Phe Leu Phe 

340 

Phe Pro Cys Cys Gin 
355 

Asp Leu Lys Gly He 

370 
<210> 3 
<211> 1113 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 




11 — 02 



Leu Thr Phe Ala Gin Ala 

330 

Asn Arg Glu Leu Arg Asp 

345 

Ser Pro Arg Thr Thr Gin 
360 

Gly Leu 

375 



3 8 
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Gly He Asn Pro Val 

335 

Cys Phe Arg Ala Gin 
350 

Ala Thr His Pro Cys 
365 



ffitl#¥ 1 1 
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<222> (1)..(1110) 
<223> SREB2 
<400> 3 

atg gcg aac tat age cat gca get gac 
48 

Met Ala Asn Tyr Ser His Ala Ala Asp 

1 5 

cct eta aca gee ttt ctg aaa ctg act 
96 

Pro Leu Thr Ala Phe Leu Lys Leu Thr 

20 25 

gtc age gtg gtg ggc aac etc ctg ate 
144 

Val Ser Val Val Gly Asn Leu Leu lie 

35 40 

aag ace ttg cat aga gca cct tac tac 
192 

Lys Thr Leu His Arg Ala Pro Tyr Tyr 
50 55 
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aac att ttg caa aat etc teg 
Asn He Leu Gin Asn Leu Ser 

10 15 
tec ttg ggt ttc ata ata gga 
Ser Leu Gly Phe lie He Gly 

30 

tec att ttg eta gtg aaa gat 
Ser lie Leu Leu Val Lys Asp 

45 

ttc ctg ttg gat ctt tgc tgt 
Phe Leu Leu Asp Leu Cys Cys 

60 

3 9 ffilE^ i i 
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tea gat ate etc aga tct gca att tgt ttc cca ttt gtg ttc aac tct 

240 

Ser Asp He Leu Arg Ser Ala He Cys Phe Pro Phe Val Phe Asn Ser 



65 



70 



75 



80 



gtc aaa aat ggc tct acc tgg act tat ggg act ctg act tgc aaa gtg 

288 

Val Lys Asn Gly Ser Thr Trp Thr Tyr Gly Thr Leu Thr Cys Lys Val 



85 



90 



95 



att gec ttt ctg ggg gtt ttg tec tgt ttc cac act get ttc atg etc 

336 

He Ala Phe Leu Gly Val Leu Ser Cys Phe His Thr Ala Phe Met Leu 



100 



105 



110 



ttc tgc ate agt gtc acc aga tac tta get ate gec cat cac cgc ttc 
384 

Phe Cys He Ser Val Thr Arg Tyr Leu Ala He Ala His His Arg Phe 



115 



120 



125 



tat aca aag agg ctg acc ttt tgg acg tgt ctg get gtg ate tgt atg 

432 

Tyr Thr Lys Arg Leu Thr Phe Trp Thr Cys Leu Ala Val lie Cys Met 



4 0 
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130 



135 



140 



gtg tgg act ctg tct gtg gcc atg gca ttt ccc ccg gtt tta gac gtg 
480 

Val Trp Thr Leu Ser Val Ala Met Ala Phe Pro Pro Val Leu Asp Val 



145 



150 



155 



160 



ggc act tac tea ttc att agg gag gaa gat caa tgc acc ttc caa cac 

528 

Gly Thr Tyr Ser Phe He Arg Glu Glu Asp Gin Cys Thr Phe Gin His 



165 



170 



175 



cgc tec ttc agg get aat gat tec tta gga ttt atg ctg ctt ctt get 



576 



Arg Ser Phe Arg Ala Asn Asp Ser Leu Gly Phe Met Leu Leu Leu Ala 



180 



185 



190 



etc ate etc eta gcc aca cag ctt gtc tac etc aag ctg ata ttt ttc 
624 

Leu lie Leu Leu Ala Thr Gin Leu Val Tyr Leu Lys Leu lie Phe Phe 



195 



200 



205 



gtc cac gat cga aga aaa atg aag cca gtc cag ttt gta gca gca gtc 



672 



Val His Asp Arg Arg Lys Met Lys Pro Val Gin Phe Val Ala Ala Val 



4 1 
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210 215 220 



age cag aac tgg act ttt cat ggt cct gga gec agt ggc cag gca get 
720 

Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Ser Gly Gin Ala Ala 



225 230 235 240 




gee aat tgg eta gca gga ttt gga agg ggt ccc aca cca ccc acc ttg 
768 

Ala Asn Trp Leu Ala Gly Phe Gly Arg Gly Pro Thr Pro Pro Thr Leu 



245 250 255 



ctg ggc ate agg caa aat gca aac acc aca ggc aga aga agg eta ttg 
816 

Leu Gly He Arg Gin Asn Ala Asn Thr Thr Gly Arg Arg Arg Leu Leu 




260 265 270 



gtc tta gac gag ttc aaa atg gag aaa aga ate age aga atg ttc tat 
864 

Val Leu Asp Glu Phe Lys Met Glu Lys Arg He Ser Arg Met Phe Tyr 



275 280 285 



ata atg act ttt ctg ttt eta acc ttg tgg ggc ccc tac ctg gtg gec 

912 



4 2 ffi$E#¥ 1 1-3022994 
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He Met Thr Phe Leu Phe Leu Thr Leu Trp Gly Pro Tyr Leu Val Ala 



290 



295 



300 



tgt tat tgg aga gtt ttt gca aga ggg cct gta gta cca ggg gga ttt 
960 

Cys Tyr Trp Arg Val Phe Ala Arg Gly Pro Val Val Pro Gly Gly Phe 



305 



310 



315 



320 




eta aca get get gtc tgg atg agt ttt gee caa gca gga ate aat cct 
1008 

Leu Thr Ala Ala Val Trp Met Ser Phe Ala Gin Ala Gly He Asn Pro 



325 



330 



335 



ttt gtc tgc att ttc tea aac agg gag ctg agg cgc tgt ttc age aca 
1056 




Phe Val Cys He Phe Ser Asn Arg Glu Leu Arg Arg Cys Phe Ser Thr 



340 



345 



350 



acc ctt ctt tac tgc aga aaa tec agg tta cca agg gaa cct tac tgt 
1104 

Thr Leu Leu Tyr Cys Arg Lys Ser Arg Leu Pro Arg Glu Pro Tyr Cys 



355 



360 



365 



gtt ata tga 



4 3 
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1113 
Val lie 



370 



<210> '4 



<211> 370 




<212> PRT 



<213> Homo sapiens 



<400> 4 



Met Ala Asn Tyr Ser His Ala Ala Asp Asn He Leu Gin Asn Leu Ser 



10 



15 




Pro Leu Thr Ala Phe Leu Lys Leu Thr Ser Leu Gly Phe He He Gly 



20 



25 



30 



Val Ser Val Val Gly Asn Leu Leu lie Ser lie Leu Leu Val Lys Asp 



35 



40 



45 



Lys Thr Leu His Arg Ala Pro Tyr Tyr Phe Leu Leu Asp Leu Cys Cys 



4 4 
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50 

Ser Asp lie Leu Arg Ser 
65 70 
Val Lys Asn Gly Ser Thr 

85 

lie Ala Phe Leu Gly Val 

100 

Phe Cys lie Ser Val Thr 
115 

Tyr Thr Lys Arg Leu Thr 

130 

Val Trp Thr Leu Ser Val 
145 150 
Gly Thr Tyr Ser Phe lie 

165 



ii_02 
55 

Ala He Cys Phe Pro 

75 

Trp Thr Tyr Gly Thr 

90 

Leu Ser Cys Phe H i s 
105 

Arg Tyr Leu Ala lie 
120 

Phe Trp Thr Cys Leu 

135 

Ala Met Ala Phe Pro 

155 

Arg Glu Glu Asp Gin 

170 

4 5 



6 7 7 4 
60 

Phe Val Phe Asn Ser 

80 

Leu Thr Cys Lys Val 

95 

Thr Ala Phe Met Leu 

110 

Ala His His Arg Phe 
125 

Ala Val He Cys Met 
140 

Pro Val Leu Asp Val 

160 

Cys Thr Phe Gin His 

175 

ffifiE#^ 1 1 
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Arg Ser Phe Arg Ala Asn Asp Ser Leu Gly Phe Met Leu Leu Leu Ala 



180 



185 



190 



Leu He Leu Leu Ala Thr Gin Leu Val Tyr Leu Lys Leu He Phe Phe 



195 



200 



205 



Val His Asp Arg Arg Lys Met Lys Pro Val Gin Phe Val Ala Ala Val 



210 



215 



220 



Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Ser Gly Gin Ala Ala 



225 



230 



235 



240 



Ala Asn Trp Leu Ala Gly Phe Gly Arg Gly Pro Thr Pro Pro Thr Leu 



245 



250 



255 



Leu Gly He Arg Gin Asn Ala Asn Thr Thr Gly Arg Arg Arg Leu Leu 



260 



265 



270 



Val Leu Asp Glu Phe Lys Met Glu Lys Arg He Ser Arg Met Phe Tyr 



275 



280 



285 



4 6 
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He Met Thr Phe Leu Phe Leu Thr Leu Trp Gly Pro Tyr Leu Val Ala 



290 295 300 



Cys Tyr Trp Arg Val Phe Ala Arg Gly Pro Val Val Pro Gly Gly Phe 



305 



310 315 320 



Leu Thr Ala Ala Val Trp Met Ser Phe Ala Gin Ala Gly He Asn Pro 




325 330 335 



Phe Val Cys lie Phe Ser Asn Arg Glu Leu Arg Arg Cys Phe Ser Thr 



340 345 350 



Thr Leu Leu Tyr Cys Arg Lys Ser Arg Leu Pro Arg Glu Pro Tyr Cys 



355 360 365 




Val He 



370 



<210> 5 



<211> 1122 



<212> DNA 



4 7 JBfiE^^ 1 1-3022994 





# 5£ 1 1 — 0 26774 




<213> Homo sapiens 



<220> 



<221> CDS 



<222> (1) . . (1119) 



<223> SREB3 



<400> 5 



atg gcc aac act acc gga gag cct gag gag gtg age ggc get ctg tec 
48 

Met Ala Asn Thr Thr Gly Glu Pro Glu Glu Val Ser Gly Ala Leu Ser 



10 15 



cca ccg tec gca tea get tat gtg aag ctg gta ctg ctg gga ctg att 

96 

Pro Pro Ser Ala Ser Ala Tyr Val Lys Leu Val Leu Leu Gly Leu He 



20 25 30 



atg tgc gtg age ctg gcg ggt aac gcc ate ttg tec ctg ctg gtg etc 
144 

Met Cys Val Ser Leu Ala Gly Asn Ala lie Leu Ser Leu Leu Val Leu 
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35 



40 



45 



aag gag cgt gcc ctg cac aag get cct tac tac ttc ctg ctg gac ctg 
192 

Lys Glu Arg Ala Leu His Lys Ala Pro Tyr Tyr Phe Leu Leu Asp Leu 



50 



55 



60 



tgc ctg gcc gat ggc ata cgc tct gcc gtc tgc ttc ccc ttt gtg ctg 
240 

Cys Leu Ala Asp Gly He Arg Ser Ala Val Cys Phe Pro Phe Val Leu 



65 



70 



75 



80 



get tct gtg cgc cac ggc tct tea tgg acc ttc agt gca etc age tgc 
288 

Ala Ser Val Arg His Gly Ser Ser Trp Thr Phe Ser Ala Leu Ser Cys 



85 



90 



95 



aag att gtg gcc ttt atg gcc gtg etc ttt tgc ttc cat gcg gcc ttc 

336 

Lys He Val Ala Phe Met Ala Val Leu Phe Cys Phe His Ala Ala Phe 



100 



105 



110 



atg ctg ttc tgc ate age gtc acc cgc tac atg gcc ate gcc cac cac 
384 

Met Leu Phe Cys lie Ser Val Thr Arg Tyr Met Ala He Ala His His 



4 9 
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115 



120 



125 



cgc ttc tac gcc aag cgc atg aca etc tgg aca tgc gcg get gtc ate 
432 

Arg Phe Tyr Ala Lys Arg Met Thr Leu Trp Thr Cys Ala Ala Val He 



130 



135 



140 



tgc atg gcc tgg ace ctg tct gtg gcc atg gcc ttc cca cct gtc ttt 
480 

Cys Met Ala Trp Thr Leu Ser Val Ala Met Ala Phe Pro Pro Val Phe 



145 



150 



155 



160 



gac gtg ggc acc tac aag ttt att egg gag gag gac cag tgc ate ttt 

528 

Asp Val Gly Thr Tyr Lys Phe He Arg Glu Glu Asp Gin Cys He Phe 



165 



170 



175 



gag cat cgc tac ttc aag gcc aat gac acg ctg ggc ttc atg ctt atg 
576 

Glu His Arg Tyr Phe Lys Ala Asn Asp Thr Leu Gly Phe Met Leu Met 



180 



185 



190 



ttg get gtg etc atg gca get acc cat get gtc tac ggc aag ctg etc 
624 



5 O 



ffiSE#^l 1 





1 1—026774 




Leu Ala Val Leu Met Ala Ala Thr His Ala Val Tyr Gly Lys Leu Leu 



195 



200 



205 



etc ttc gag tat cgt cac cgc aag atg aag cca gtg cag atg gtg cca 
672 

Leu Phe Glu Tyr Arg His Arg Lys Met Lys Pro Val Gin Met Val Pro 



210 



215 



220 



gec ate age cag aac tgg aca ttc cat ggt ccc ggg gec ace ggc cag 
720 

Ala He Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Thr Gly Gin 



225 



230 



235 



240 



get get gee aac tgg ate gec ggc ttt ggc cgt ggg ccc atg cca cca 
768 

Ala Ala Ala Asn Trp He Ala Gly Phe Gly Arg Gly Pro Met Pro Pro 



245 



250 



255 



acc ctg ctg ggt ate egg cag aat ggg cat gca gee age egg egg eta 
816 

Thr Leu Leu Gly He Arg Gin Asn Gly His Ala Ala Ser Arg Arg Leu 



260 



265 



270 



ctg ggc atg gac gag gtc aag ggt gaa aag cag ctg ggc cgc atg ttc 



5 1 
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864 

Leu Gly Met Asp Glu Val Lys Gly Glu Lys Gin Leu Gly Arg Met Phe 



275 



280 



285 



tac gcg ate aca ctg etc ttt ctg etc etc tgg tea ccc tac ate gtg 
912 

Tyr Ala lie Thr Leu Leu Phe Leu Leu Leu Trp Ser Pro Tyr He Val 



290 



295 



300 



gee tgc tac tgg cga gtg ttt gtg aaa gee tgt get gtg ccc cac cgc 

960 

Ala Cys Tyr Trp Arg Val Phe Val Lys Ala Cys Ala Val Pro His Arg 



305 



310 



315 



320 



tac ctg gee act get gtt tgg atg age ttc gee cag get gee gtc aac 
1008 

Tyr Leu Ala Thr Ala Val Trp Met Ser Phe Ala Gin Ala Ala Val Asn 



325 



330 



335 



cca att gtc tgc ttc ctg etc aac aag gac etc aag aag tgc ctg agg 
1056 

Pro lie Val Cys Phe Leu Leu Asn Lys Asp Leu Lys Lys Cys Leu Arg 



340 



345 



350 



5 2 
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act cac gcc ccc tgc tgg ggc aca gga ggt gcc ccg get ccc aga gaa 



Thr His Ala Pro Cys Trp Gly Thr Gly Gly Ala Pro Ala Pro Arg Glu 



1122 

Pro Tyr Cys Val Met 

370 
<210> 6 
<211> 373 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Ala Asn Thr Thr Gly Glu Pro Glu Glu Val Ser Gly Ala Leu Ser 

1 5 10 15 

Pro Pro Ser Ala Ser Ala Tyr Val Lys Leu Val Leu Leu Gly Leu He 



1104 



355 



360 



365 



ccc tac tgt gtc atg tga 



20 



25 



30 



5 3 
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Met Cys Val Ser Leu Ala Gly Asn Ala He Leu Ser Leu Leu Val Leu 



35 



40 



45 



Lys Glu Arg Ala Leu His Lys Ala Pro Tyr Tyr Phe Leu Leu Asp Leu 



50 



55 



60 




Cys Leu Ala Asp Gly lie Arg Ser Ala Val Cys Phe Pro Phe Val Leu 



65 



70 



75 



80 



Ala Ser Val Arg His Gly Ser Ser Trp Thr Phe Ser Ala Leu Ser Cys 



85 



90 



95 



Lys lie Val Ala Phe Met Ala Val Leu Phe Cys Phe His Ala Ala Phe 




100 



105 



110 



Met Leu Phe Cys He Ser Val Thr Arg Tyr Met Ala He Ala His His 



115 



120 



125 



Arg Phe Tyr Ala Lys Arg Met Thr Leu Trp Thr Cys Ala Ala Val He 



130 



135 



140 



5 4 
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Cys Met Ala Trp Thr Leu Ser Val Ala Met Ala Phe Pro Pro Val Phe 



145 



150 



155 



160 



Asp Val Gly Thr Tyr Lys Phe He Arg Glu Glu Asp Gin Cys He Phe 



165 



170 



175 



Glu His Arg Tyr Phe Lys Ala Asn Asp Thr Leu Gly Phe Met Leu Met 



180 



185 



190 



Leu Ala Val Leu Met Ala Ala Thr His Ala Val Tyr Gly Lys Leu Leu 



195 



200 



205 



Leu Phe Glu Tyr Arg His Arg Lys Met Lys Pro Val Gin Met Val Pro 



210 



215 



220 



Ala He Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Thr Gly Gin 



225 



230 



235 



240 



Ala Ala Ala Asn Trp lie Ala Gly Phei Gly Arg Gly Pro Met Pro Pro 



245 



250 



255 



Thr Leu Leu Gly He Arg Gin Asn Gly His Ala Ala Ser Arg Arg Leu 



ffifE#¥ 1 1 





1 1 — 026774 




260 



265 



270 



Leu Gly Met Asp Glu Val Lys Gly Glu Lys Gin Leu Gly Arg Met Phe 



275 



280 



285 



Tyr Ala He Thr Leu Leu Phe Leu Leu Leu Trp Ser Pro Tyr He Val 




290 



295 



300 



Ala Cys Tyr Trp Arg Val Phe Val Lys Ala Cys Ala Val Pro His Arg 



305 



310 



315 



320 



Tyr Leu Ala Thr Ala Val Trp Met Ser Phe Ala Gin Ala Ala Val Asn 



325 



330 



335 




Pro He Val Cys Phe Leu Leu Asn Lys Asp Leu Lys Lys Cys Leu Arg 



340 



345 



350 



Thr His Ala Pro Cys Trp Gly Thr Gly Gly Ala Pro Ala Pro Arg Glu 



355 



360 



365 



Pro Tyr Cys Val Met 
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370 
<210> 7 
<211> 31 
<212> DNA 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: Forward primer 
<400> 7 

aaaatctaga cgcgatggcg aacgcgagcg a 



<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: reverse primer 



<220> 



31 



<210> 8 



5 7 
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<400> 8 

aaaatctaga gtctatgtgg cggggcctcc c 

31 
<210> 9 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Forward primer 
<400> 9 

aaaatctaga tctatggcga actatagcca tgca 
34 

<210> 10 
<211> 35 
<212> DNA 

<213> Artificial Sequence 

5 8 
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<220> 

<223> Description of Artificial Sequence: reverse primer 
<400> 10 

aaaatctaga aaggctaaag atttacagat gctcc 

35 
<210> 11 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Forward primer 
<400> 11 

aaaatctaga gtatggccaa cactaccgga gag 
33 

<210> 12 
<211> 31 
<212> DNA 




1 1—026774 




<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: reverse primer 
<400> 12 

aaaatctaga cctgtctgcc taccagcctg c 
31 

<210> 13 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial SequencerFLAG epitope 
<400> 13 

atggactaca aggacgacga tgacaagggg atcctg 
36 

<210> 14 



6 0 
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<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : FLAG epitope 
<400> 14 

Met Asp Tyr Lys Asp Asp Asp Asp Lys Gly He Leu 

1 5 10 

<210> 15 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Forward primer 
<400> 15 
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aaaatctaga cggcgatggc gaacgctagt ga 



32 

<210> 16 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: reverse primer 
<400> 16 

aaaatctaga cactttgaga gtcttgtgaa ggc 

33 
<210> 17 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 



6 2 
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<223> Description of Artificial Sequence: Forward primer 
<400> 17 

aaaatctaga tctatggcga actatagcca tgc 

33 
<210> 18 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Forward primer 
<400> 18 

aaaatctaga aaggctaaag atttacagat gctcc 

35 
<210> 19 

<211> 34 

<212> DNA 

<213> Artificial Sequence 

6 3 ffiffc4$¥ 1 1 
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<220> 



<223> Description of Artificial Sequence: reverse primer 
<400> 19 

aaaatctaga caaatactga actggccgat cccc 

34 
<210> 20 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: reverse primer 
<400> 20 

aaaatctaga tgttggcccc agtatggtga teat 
34 

<210> 21 
<211> 1134 



6 4 
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<212> DNA 



<213> Rattus sp 



<220> 



<221> CDS 



<222> (1)..(1131) 




<223> Rat SREB1 



<400> 21 



atg gcg aac get agt gag ccg ggc ggc ggc ggc ggc ggg gec gag get 
48 

Met Ala Asn Ala Ser Glu Pro Gly Gly Gly Gly Gly Gly Ala Glu Ala 




10 15 



gec gcg ctg ggc etc agg ctg gee aca etc age ctg ctg ctg tgc gtg 
96 

Ala Ala Leu Gly Leu Arg Leu Ala Thr Leu Ser Leu Leu Leu Cys Val 



20 25 30 



age ctg gcg ggc aac gtg ctg ttc get ctg etc ate gtg agg gag cgc 
144 

Ser Leu Ala Gly Asn Val Leu Phe Ala Leu Leu He Val Arg Glu Arg 
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35 

age ctg cac cgc 
192 

Ser Leu His Arg 
50 

gac ggg ctg cgc 
240 

Asp Gly Leu Arg 

65 

egg cgc gcg gca 
288 

Arg Arg Ala Ala 



aag ctg ctg gec 
336 

Lys Leu Leu Ala 

t 

100 

ctg ctg ctg ggc 
384 



40 

gcg cct tac tac 
Ala Pro Tyr Tyr 

55 

gcg etc gec tgt 
Ala Leu Ala Cys 
70 

gec gcg gcg ggg 
Ala Ala Ala Gly 

85 

ttc ctg gec gcg 
Phe Leu Ala Ala 

gtg ggc gtc acc 



ctg ctg etc gac 
Leu Leu Leu Asp 

60 

etc ccg gec gtc 
Leu Pro Ala Val 

75 

acg cct ccg ggt 
Thr Pro Pro Gly 
90 

etc ttc tgc ttc 
Leu Phe Cys Phe 
105 

cgc tac ctg gee 

6 6 



45 

ctg tgc ctg gee 
Leu Cys Leu Ala 

atg ctg get gcg 
Met Leu Ala Ala 

80 

gcg ctg ggc tgc 
Ala Leu Gly Cys 

95 

cac gcg gee ttc 
His Ala Ala Phe 
110 

ate get cac cac 

1 1 
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Leu Leu Leu Gly Val Gly Val Thr Arg Tyr Leu Ala lie Ala His His 



115 



120 



125 



cgc ttc tat gcc gag cgc ctg gcc ggc tgg ccg tgc gcc gcg atg ctg 
432 

Arg Phe Tyr Ala Glu Arg Leu Ala Gly Trp Pro Cys Ala Ala Met Leu 



130 



135 



140 




gtg tgc gcc gcc tgg gcg ctg get ttg gcc gcg gcc ttc ccg ccg gtg 
480 

Val Cys Ala Ala Trp Ala Leu Ala Leu Ala Ala Ala Phe Pro Pro Val 



145 



150 



155 



160 



ctg gac ggc ggt ggc gcg gac gac gag gat gcg ccg tgc gcc ctg gag 




528 

Leu Asp Gly Gly Gly Ala Asp Asp Glu Asp Ala Pro Cys Ala Leu Glu 



165 



170 



175 



cag egg ccc gac ggc gcc ccg ggt gcg eta ggc ttc ctg ctg etc ctg 
576 

Gin Arg Pro Asp Gly Ala Pro Gly Ala Leu Gly Phe Leu Leu Leu Leu 



180 



185 



190 



gcc gcg gtg gtg ggc gcc acg cac etc gtc tac ctt cgc ctg etc ttc 
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624 

Ala Ala Val Val Gly Ala Thr His Leu Val Tyr Leu Arg Leu Leu Phe 



195 



200 



205 



ttc ate cac gac cgc cgc aag atg egg ccc gca cgc ctg gtg ccc gec 
672 

Phe He His Asp Arg Arg Lys Met Arg Pro Ala Arg Leu Val Pro Ala 



210 



215 



220 



gtc age cac gac tgg acc ttc cac ggc ccg ggc gec acc ggt caa gcg 
720 

Val Ser His Asp Trp Thr Phe His Gly Pro Gly Ala Thr Gly Gin Ala 



225 



230 



235 



240 



gec gec aac tgg acg gcg ggc ttc ggc cgc ggg ccc acg cca cct gcg 
768 

Ala Ala Asn Trp Thr Ala Gly Phe Gly Arg Gly Pro Thr Pro Pro Ala 



245 



250 



255 



etc gtg ggc ate agg cct gca ggc ccg ggc cgc gga gee egg cgc etc 
816 

Leu Val Gly He Arg Pro Ala Gly Pro Gly Arg Gly Ala Arg Arg Leu 



260 



265 



270 



6 8 
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ctg gtg ctg gag gaa ttc aag acg gag aag agg ctg tgc aag atg ttc 

864 

Leu Val Leu Glu Glu Phe Lys Thr Glu Lys Arg Leu Cys Lys Met Phe 



275 



280 



285 



tac gcc ate acg ctg etc ttc ctg etc etc tgg ggg ccc tat gtg gtt 
912 

Tyr Ala lie Thr Leu Leu Phe Leu Leu Leu Trp Gly Pro Tyr Val Val 



290 



295 



300 



gcc agt tac ctg cgc gtc ctg gtg egg ccc gga get gtc ccg cag gcc 
960 

Ala Ser Tyr Leu Arg Val Leu Val Arg Pro Gly Ala Val Pro Gin Ala 



305 



310 



315 



320 



tac ctg aca gcc teg gtg tgg ctg aca ttc gca cag gcc ggc ate aac 
1008 

Tyr Leu Thr Ala Ser Val Trp Leu Thr Phe Ala Gin Ala Gly He Asn 



325 



330 



335 



ccc gtg gtg tgt ttc etc ttc aac egg gag ctg agg gac tgt ttc aga 
1056 

Pro Val Val Cys Phe Leu Phe Asn Arg Glu Leu Arg Asp Cys Phe Arg 



340 



345 



350 



ffifE#¥ 1 1 



—3022994 




l - 



gcc cag ttc ccc tgt tgc cag age ccc cag 
1104 

Ala Gin Phe Pro Cys Cys Gin Ser Pro Gin 

355 360 

ccc tgc gac ctg aaa ggc att ggt ttg tga 
1134 

Pro Cys Asp Leu Lys Gly lie Gly Leu 

370 375 
<210> 22 
<211> 377 
<212> PRT 
<213> Rattus sp. 

<400> 22 

Met Ala Asn Ala Ser Glu Pro Gly Gly Gly 

15 10 
Ala Ala Leu Gly Leu Arg Leu Ala Thr Leu 



0 2 6 7 7 4 




gcc acg cag gcc acc etc 
Ala Thr Gin Ala Thr Leu 

365 



Gly Gly Gly Ala Glu Ala 

15 

Ser Leu Leu Leu Cys Val 

7 0 ffiHiff ¥ 1 1-3022994 
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20 



25 



30 



Ser Leu Ala Gly Asn Val Leu Phe Ala Leu Leu He Val Arg Glu Arg 



35 



40 



45 



Ser Leu His Arg Ala Pro Tyr Tyr Leu Leu Leu Asp Leu Cys Leu Ala 



50 



55 



60 



Asp Gly Leu Arg Ala Leu Ala Cys Leu Pro Ala Val Met Leu Ala Ala 



65 



70 



75 



80 



Arg Arg Ala Ala Ala Ala Ala Gly Thr Pro Pro Gly Ala Leu Gly Cys 



85 



90 



95 



Lys Leu Leu Ala Phe Leu Ala Ala Leu Phe Cys Phe His Ala Ala Phe 



100 



105 



110 



Leu Leu Leu Gly Val Gly Val Thr Arg Tyr Leu Ala lie Ala His His 



115 



120 



125 



Arg Phe Tyr Ala Glu Arg Leu Ala Gly Trp Pro Cys Ala Ala Met Leu 



130 



135 



140 



7 1 
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Val Cys Ala Ala Trp Ala Leu Ala Leu Ala Ala Ala Phe Pro Pro Val 



145 



150 



155 



160 



Leu Asp Gly Gly Gly Ala Asp Asp Glu Asp Ala Pro Cys Ala Leu Glu 



165 



170 



175 




Gin Arg Pro Asp Gly Ala Pro Gly Ala Leu Gly Phe Leu Leu Leu Leu 



180 



185 



190 



Ala Ala Val Val Gly Ala Thr His Leu Val Tyr Leu Arg Leu Leu Phe 



195 



200 



205 



Phe He His Asp Arg Arg Lys Met Arg Pro Ala Arg Leu Val Pro Ala 




210 



215 



220 



Val Ser His Asp Trp Thr Phe His Gly Pro Gly Ala Thr Gly Gin Ala 



225 



230 



235 



240 



Ala Ala Asn Trp Thr Ala Gly Phe Gly Arg Gly Pro Thr Pro Pro Ala 



245 



250 



255 



7 2 
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Leu Val Gly He Arg Pro Ala Gly Pro Gly Arg Gly Ala Arg Arg Leu 



260 



265 



270 



Leu Val Leu Glu Glu Phe Lys Thr Glu Lys Arg Leu Cys Lys Met Phe 



275 



280 



285 



Tyr Ala He Thr Leu Leu Phe Leu Leu Leu Trp Gly Pro Tyr Val Val 




290 



295 



300 



Ala Ser Tyr Leu Arg Val Leu Val Arg Pro Gly Ala Val Pro Gin Ala 



305 



310 



315 



320 



Tyr Leu Thr Ala Ser Val Trp Leu Thr Phe Ala Gin Ala Gly He Asn 




325 



330 



335 



Pro Val Val Cys Phe Leu Phe Asn Arg Glu Leu Arg Asp Cys Phe Arg 



340 



345 



350 



Ala Gin Phe Pro Cys Cys Gin Ser Pro Gin Ala Thr Gin Ala Thr Leu 



355 



360 



365 



Pro Cys Asp Leu Lys Gly lie Gly Leu 
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370 



375 



<210> 23 

<211> 1113 

<212> DNA 

<213> Rattus sp. 

<220> 

<221> CDS 

<222> (1)..(1110) 

<223> Rat SREB2 

<400> 23 

atg gcg aac tat age cat gca get gac aac att ttg caa aat etc teg 



Met Ala Asn Tyr Ser His Ala Ala Asp Asn He Leu Gin Asn Leu Ser 



cct eta aca gee ttt ctg aaa ctg act tec ttg ggt ttc ata ata gga 



48 



1 



5 



10 



15 



96 



7 4 
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Pro Leu Thr Ala Phe Leu Lys Leu Thr Ser Leu Gly Phe He lie Gly 



20 



25 



30 



gtc agt gtg gtg ggc aac ctt ctg ate tec att ttg eta gtg aaa gat 
144 

Val Ser Val Val Gly Asn Leu Leu He Ser lie Leu Leu Val Lys Asp 



35 



40 



45 



aag ace ttg cat aga get cct tac tac ttc ctg ctg gat ctg tgc tgc 

192 

Lys Thr Leu His Arg Ala Pro Tyr Tyr Phe Leu Leu Asp Leu Cys Cys 



50 



55 



60 



tea gac ate etc aga tct gca att tgt ttt cca ttt gta ttc aac tct 

240 

Ser Asp He Leu Arg Ser Ala He Cys Phe Pro Phe Val Phe Asn Ser 



65 



70 



75 



80 



gtc aaa aat ggc tct acc tgg act tac ggg act ctg act tgc aaa gtg 
288 

Val Lys Asn Gly Ser Thr Trp Thr Tyr Gly Thr Leu Thr Cys Lys Val 



85 



90 



95 



att gee ttt ctg ggg gtt ttg tec tgt ttc cac act gee ttc atg etc 



muft^i i 





#^ 1 1—026774 




336 

He Ala Phe Leu Gly Val Leu Ser Cys Phe His Thr Ala Phe Met Leu 



100 



105 



110 



ttc tgc ate age gtc acc aga tac tta gec ate gee cat cac cgc ttc 
384 

Phe Cys He Ser Val Thr Arg Tyr Leu Ala He Ala His His Arg Phe 




115 



120 



125 



tat aca aag agg ctg acc ttt tgg acg tgt ttg get gtg ate tgc atg 



432 



Tyr Thr Lys Arg Leu Thr Phe Trp Thr Cys Leu Ala Val He Cys Met 



130 



135 



140 




gtg tgg act ctg tct gtg gee atg gca ttt ccc cca gtt tta gat gta 
480 

Val Trp Thr Leu Ser Val Ala Met Ala Phe Pro Pro Val Leu Asp Val 



145 



150 



155 



160 



ggc acc tac tea ttc att agg gag gag gat cag tgt acc ttc caa cac 
528 

Gly Thr Tyr Ser Phe He Arg Glu Glu Asp Gin Cys Thr Phe Gin His 



165 



170 



175 
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cgc tec ttc agg get aac gat tec eta gga ttt atg ctg etc ctt get 
576 

Arg Ser Phe Arg Ala Asn Asp Ser Leu Gly Phe Met Leu Leu Leu Ala 



180 



185 



190 



etc ate etc eta gee aca cag ctt gtc tac etc aag ctg ata ttt ttt 
624 



Leu He Leu Leu Ala Thr Gin Leu Val Tyr Leu Lys Leu He Phe Phe 




195 



200 



205 



gtc cac gat cga agg aaa atg aag cca gtc cag ttt gta gca gca gtg 

672 

Val His Asp Arg Arg Lys Met Lys Pro Val Gin Phe Val Ala Ala Val 



210 



215 



220 




agt cag aac tgg ace ttt cat ggc cct gga get agt ggc cag gca get 
720 



Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Ser Gly Gin Ala Ala 



225 



230 



235 



240 



gee aat tgg eta gca gga ttt gga agg ggt ccc aca cca ccc acc ttg 
768 

Ala Asn Trp Leu Ala Gly Phe Gly Arg Gly Pro Thr Pro Pro Thr Leu 



245 



250 



255 



7 7 
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ctg ggc ate agg caa aat gcg aat acc aca ggc aga aga egg etc ttg 
816 

Leu Gly He Arg Gin Asn Ala Asn Thr Thr Gly Arg Arg Arg Leu Leu 



260 



265 



270 



gtt ttg gat gag ttc aaa atg gag aaa aga ate age aga atg ttc tat 
864 

Val Leu Asp Glu Phe Lys Met Glu Lys Arg lie Ser Arg Met Phe Tyr 



275 



280 



285 



ata atg act ttc etc ttc eta acc ttg tgg ggt ccc tac ctg gtg gec 

912 

He Met Thr Phe Leu Phe Leu Thr Leu Trp Gly Pro Tyr Leu Val Ala 



290 



295 



300 



tgc tat tgg aga gtt ttt gca aga ggg cct gta gta cca ggg gga ttt 
960 

Cys Tyr Trp Arg Val Phe Ala Arg Gly Pro Val Val Pro Gly Gly Phe 



305 



310 



315 



320 



eta aca gee get gtc tgg atg agt ttc gec caa gca gga ate aat ccc 
1008 

Leu Thr Ala Ala Val Trp Met Ser Phe Ala Gin Ala Gly He Asn Pro 
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325 



330 



335 



ttt gtc tgc att ttc tec aac agg gag ctg agg cgc tgt ttc age aca 
1056 

Phe Val Cys He Phe Ser Asn Arg Glu Leu Arg Arg Cys Phe Ser Thr 



340 



345 



350 




ace ctt ctt tac tgc aga aaa tec agg tta cca agg gaa cct tac tgt 
1104 

Thr Leu Leu Tyr Cys Arg Lys Ser Arg Leu Pro Arg Glu Pro Tyr Cys 



355 



360 



365 



gtt ata tga 

1113 
Val He 




370 



<210> 24 



<211> 370 



<212> PRT 



<213> Rattus sp. 



<400> 24 



7 9 
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Met Ala Asn Tyr Ser His Ala Ala Asp Asn lie Leu Gin Asn Leu Ser 



10 



15 



Pro Leu Thr Ala Phe Leu Lys Leu Thr Ser Leu Gly Phe He He Gly 



20 



25 



30 



Val Ser Val Val Gly Asn Leu Leu He Ser lie Leu Leu Val Lys Asp 



35 



40 



45 



Lys Thr Leu His Arg Ala Pro Tyr Tyr Phe Leu Leu Asp Leu Cys Cys 



50 



55 



60 



Ser Asp He Leu Arg Ser Ala He Cys Phe Pro Phe Val Phe Asn Ser 



65 



70 



75 



80 



Val Lys Asn Gly Ser Thr Trp Thr Tyr Gly Thr Leu Thr Cys Lys Val 



85 



90 



95 



He Ala Phe Leu Gly Val Leu Ser Cys Phe His Thr Ala Phe Met Leu 



100 



105 



110 



8 0 
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Phe Cys lie Ser Val Thr Arg Tyr Leu Ala He Ala His His Arg Phe 



115 



120 



125 



Tyr Thr Lys Arg Leu Thr Phe Trp Thr Cys Leu Ala Val He Cys Met 



130 



135 



140 



Val Trp Thr Leu Ser Val Ala Met Ala Phe Pro Pro Val Leu Asp Val 



145 



150 



155 



160 



Gly Thr Tyr Ser Phe He Arg Glu Glu Asp Gin Cys Thr Phe Gin His 



165 



170 



175 



Arg Ser Phe Arg Ala Asn Asp Ser Leu Gly Phe Met Leu Leu Leu Ala 



180 



185 



190 



Leu He Leu Leu Ala Thr Gin Leu Val Tyr Leu Lys Leu lie Phe Phe 



195 



200 



205 



Val His Asp Arg Arg Lys Met Lys Pro Val Gin Phe Val Ala Ala Val 



210 



215 



220 



Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Ser Gly Gin Ala Ala 



8 1 
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225 



230 



235 



240 



Ala Asn Trp Leu Ala Gly Phe Gly Arg Gly Pro Thr Pro Pro Thr Leu 



245 



250 



255 



Leu Gly He Arg Gin Asn Ala Asn Thr Thr Gly Arg Arg Arg Leu Leu 




260 



265 



270 



Val Leu Asp Glu Phe Lys Met Glu Lys Arg He Ser Arg Met Phe Tyr 



275 



280 



285 



He Met Thr Phe Leu Phe Leu Thr Leu Trp Gly Pro Tyr Leu Val Ala 



290 



295 



300 




Cys Tyr Trp Arg Val Phe Ala Arg Gly Pro Val Val Pro Gly Gly Phe 



305 



310 



315 



320 



Leu Thr Ala Ala Val Trp Met Ser Phe Ala Gin Ala Gly He Asn Pro 



325 



330 



335 



Phe Val Cys He Phe Ser Asn Arg Glu Leu Arg Arg Cys Phe Ser Thr 
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340 



345 



350 



Thr Leu Leu Tyr Cys Arg Lys Ser Arg Leu Pro Arg Glu Pro Tyr Cys 



370 
<210> 25 
<211> 1122 
<212> DNA 

<213> Rat coronavirus 

<220> 

<221> CDS 

<222> (1)..(1119) 

<223> Rat SREB3 

<400> 25 

atg gcc aac acc acc gga gag ccc gaa gag gtg age ggc gca ctg tec 



355 



360 



365 



Val He 
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48 

Met Ala Asn Thr Thr Gly Glu Pro Glu Glu Val Ser Gly Ala Leu Ser 
1 5 10 15 

ctg cca tea gca teg get tat gtg aag ctg gtg ctg ctg gga ctg ate 
96 

Leu Pro Ser Ala Ser Ala Tyr Val Lys Leu Val Leu Leu Gly Leu lie 

20 25 30 

atg tgt gta age ctg gca ggc aat gec ate ttg tec ctg ctg gtg etc 
144 

Met Cys Val Ser Leu Ala Gly Asn Ala He Leu Ser Leu Leu Val Leu 

35 40 45 

aag gag cgt gec ctg cac aag get cct tac tac ttt ctg ctg gac ctg 
192 

Lys Glu Arg Ala Leu His Lys Ala Pro Tyr Tyr Phe Leu Leu Asp Leu 

50 55 60 

tgc eta gee gat ggc ata cgc tct gec ate tgc ttc ccc ttt gta ctg 
240 

Cys Leu Ala Asp Gly He Arg Ser Ala He Cys Phe Pro Phe Val Leu 

65 70 75 80 

8 4 ffiSE#¥ 1 1 
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get tct gtg cgc cat ggc tec teg tgg acc ttc agt gca etc age tgt 
288 

Ala Ser Val Arg His Gly Ser Ser Trp Thr Phe Ser Ala Leu Ser Cys 



85 



90 



95 



aag att gtg gee ttt atg get gtg etc ttt tgc ttc cat gcg gee ttc 

336 



Lys lie Val Ala Phe Met Ala Val Leu Phe Cys Phe His Ala Ala Phe 




100 



105 



110 



atg ctg ttc tgc ate age gtc acc cgc tac atg gee ate gee cac cac 
384 

Met Leu Phe Cys He Ser Val Thr Arg Tyr Met Ala He Ala His His 



115 



120 



125 




cgc ttc tat gee aag cgc atg aca etc tgg aca tgc gca get gtc ate 

432 



Arg Phe Tyr Ala Lys Arg Met Thr Leu Trp Thr Cys Ala Ala Val He 



130 



135 



140 



tgc atg gec tgg acc ttg tct gtg gee atg get ttc cca cct gtc ttt 
480 

Cys Met Ala Trp Thr Leu Ser Val Ala Met Ala Phe Pro Pro Val Phe 



145 



150 



155 



160 



8 5 
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gat gtg ggc acc tac aag ttt ate cga gag gag gac cag tgc ate ttt 
528 

Asp Val Gly Thr Tyr Lys Phe He Arg Glu Glu Asp Gin Cys He Phe 



165 



170 



175 




gag cat cgc tac ttc aaa gca aat gac act ctg ggc ttt atg ctt atg 

576 

Glu His Arg Tyr Phe Lys Ala Asn Asp Thr Leu Gly Phe Met Leu Met 



180 



185 



190 



ttg get gtg etc atg gca gec aca cat get gtc tat ggc aag ctg eta 
624 

Leu Ala Val Leu Met Ala Ala Thr His Ala Val Tyr Gly Lys Leu Leu 



195 



200 



205 




etc ttc gag tat cgt cac cgc aag atg aag cca gtg cag atg gtg ccc 
672 

Leu Phe Glu Tyr Arg His Arg Lys Met Lys Pro Val Gin Met Val Pro 



210 



215 



220 



gee ate age caa aac tgg aca ttc cat ggc cct ggg get acc ggc cag 
720 

Ala He Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Thr Gly Gin 



8 6 
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225 



230 



235 



240 



get get gee aac tgg ate get ggc ttt ggc cgt ggg ccc atg cca cca 
768 

Ala Ala Ala Asn Trp He Ala Gly Phe Gly Arg Gly Pro Met Pro Pro 



245 



250 



255 




act ctg ctg ggt ate egg cag aat ggg cat gca get age egg egg eta 
816 

Thr Leu Leu Gly He Arg Gin Asn Gly His Ala Ala Ser Arg Arg Leu 



260 



265 



270 



ctg ggc atg gac gag gtc aag ggt gaa aag cag ctg ggc cga atg ttc 
864 

Leu Gly Met Asp Glu Val Lys Gly Glu Lys Gin Leu Gly Arg Met Phe 




275 



280 



285 



tac gcg att aca ctg etc ttc ctg etc etc tgg tea cca tac att gtg 
912 

Tyr Ala He Thr Leu Leu Phe Leu Leu Leu Trp Ser Pro Tyr He Val 



290 



295 



300 



gee tgc tac tgg cga gtg ttt gtg aaa gee tgc get gtg ccc cac cgc 

960 

Ala Cys Tyr Trp Arg Val Phe Val Lys Ala Cys Ala Val Pro His Arg 
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305 



310 



315 



320 



tac ctg gee act get gtt tgg atg age ttc gee cag get get gtc aac 
1008 

Tyr Leu Ala Thr Ala Val Trp Met Ser Phe Ala Gin Ala Ala Val Asn 



325 



330 



335 




cca ate gtc tgc ttc ctg ctt aac aag gac etc aag aag tgc ctg agg 



1056 



Pro lie Val Cys Phe Leu Leu Asn Lys Asp Leu Lys Lys Cys Leu Arg 



340 



345 



350 



act cat gee cct tgc tgg ggc aca gga ggt gec cca get ccc aga gaa 



1104 



Thr His Ala Pro Cys Trp Gly Thr Gly Gly Ala Pro Ala Pro Arg Glu 




355 



360 



365 



ccc tac tgt gtc atg tga 
1122 

Pro Tyr Cys Val Met 



370 



<210> 26 



8 8 



ffi§E4#^ 1 1-3022994 





4# *P 1 1—026774 




<211> 373 



<212> PRT 



<213> Rat coronavirus 



<400> 26 



Met Ala Asn Thr Thr Gly Glu Pro Glu Glu Val Ser Gly Ala Leu Ser 




10 



15 



Leu Pro Ser Ala Ser Ala Tyr Val Lys Leu Val Leu Leu Gly Leu He 



20 



25 



30 



Met Cys Val Ser Leu Ala Gly Asn Ala He Leu Ser Leu Leu Val Leu 



35 



40 



45 




Lys Glu Arg Ala Leu His Lys Ala Pro Tyr Tyr Phe Leu Leu Asp Leu 



50 



55 



60 



Cys Leu Ala Asp Gly He Arg Ser Ala He Cys Phe Pro Phe Val Leu 



65 



70 



75 



80 



Ala Ser Val Arg His Gly Ser Ser Trp Thr Phe Ser Ala Leu Ser Cys 



8 9 



mil*^ 11-3022994 





1 1—026774 




85 



90 



95 



Lys He Val Ala Phe Met Ala Val Leu Phe Cys Phe His Ala Ala Phe 



100 



105 



110 



Met Leu Phe Cys lie Ser Val Thr Arg Tyr Met Ala He Ala His His 




115 



120 



125 



Arg Phe Tyr Ala Lys Arg Met Thr Leu Trp Thr Cys Ala Ala Val He 



130 



135 



140 



Cys Met Ala Trp Thr Leu Ser Val Ala Met Ala Phe Pro Pro Val Phe 



145 



150 



155 



160 




Asp Val Gly Thr Tyr Lys Phe lie Arg Glu Glu Asp Gin Cys He Phe 



165 



170 



175 



Glu His Arg Tyr Phe Lys Ala Asn Asp Thr Leu Gly Phe Met Leu Met 



180 



185 



190 



Leu Ala Val Leu Met Ala Ala Thr His Ala Val Tyr Gly Lys Leu Leu 
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195 



200 



205 



Leu Phe Glu Tyr Arg His Arg Lys Met Lys Pro Val Gin Met Val Pro 



210 



215 



220 



Ala He Ser Gin Asn Trp Thr Phe His Gly Pro Gly Ala Thr Gly Gin 



225 



230 



235 



240 




Ala Ala Ala Asn Trp He Ala Gly Phe Gly Arg Gly Pro Met Pro Pro 



245 



250 



255 



Thr Leu Leu Gly He Arg Gin Asn Gly His Ala Ala Ser Arg Arg Leu 



260 



265 



270 




Leu Gly Met Asp Glu Val Lys Gly Glu Lys Gin Leu Gly Arg Met Phe 



275 



280 



285 



Tyr Ala He Thr Leu Leu Phe Leu Leu Leu Trp Ser Pro Tyr He Val 



290 



295 



300 



Ala Cys Tyr Trp Arg Val Phe Val Lys Ala Cys Ala Val Pro His Arg 



305 



310 



315 



320 
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Tyr Leu Ala Thr Ala Val Trp Met Ser 

325 

Pro lie Val Cys Phe Leu Leu Asn Lys 

340 345 
Thr His Ala Pro Cys Trp Gly Thr Gly 

355 360 
Pro Tyr Cys Val Met 

370 



1—026774 




Phe Ala Gin Ala Ala Val Asn 

330 335 
Asp Leu Lys Lys Cys Leu Arg 

350 

Gly Ala Pro Ala Pro Arg Glu 

365 
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